
CLUSTAL W(1.4) multiple sequence alignment

atr97140        TCGATACCTGCACAGG-CAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
atr97147        -CGATACCTGCACAGGACAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
glb97137        TCGATACCTGCACAGG-CAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
glb97139        TCGATACCTGCACAGG-CAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
glb97141        TCGATACCTGCACAGG-CAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
rubr97121       TCGATACCTGCACAGG-CAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
rubr97148       -CGATACCTGCACAGG-CAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
sang97123       TCGATACCTGCACAGG-CAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
sang97138       TCGATACCTGCACAGG-CAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
sang97156       -CGATACCTGCACAGG-CAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
sang97163       TCGATACCTGCACAGG-CAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
sang97164       TCGATACCTGCACAGG-CAGACCGCGAACTCGTTTTAATACACTGGGCTCGTTGTGTGGG
Hvcap97129      TCGATTCCTGCATAGG-CAGACTGCGAACTTGTTTTAATACATGGGGCACGTTGTGTGGG
Hvsqua9712      TCGATACCTACACAGG-CAGACCGTGAACTCGTTTTCATACATGGGGCTCGTTGTGTGGG
                 **** *** ** *** ***** * ***** ***** *****  **** ***********

atr97140        G-TAACTCCTCAGCGTG---CTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
atr97147        G-TAACTCCTCAGCGTG---CTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
glb97137        GGTAACTCCTCAGCGTGTCGCTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
glb97139        GGTAACTCCTCAGCGTGTCGCTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
glb97141        GGTAACTCCTCAGCGTGTCGCTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
rubr97121       GGTAACTCCTCAGCGTGTCGCTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
rubr97148       GGTAACTCCTCAGCGTGTCGCTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
sang97123       G-TAACTCCTCAGCGTG---CTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
sang97138       G-TAACTCCTCAGCGTG---CTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
sang97156       G-TAACTCCTCAGCGTG---CTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
sang97163       G-TAACTCCTCAGCGTG---CTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
sang97164       G-TAACTCCTCAGCGTG---CTCTCTTGCATGGGCAATGCTCACTGCGGGCAAACAAACC
Hvcap97129      G-TAACTGCACAGCGTGTCCTTCTCTCGCGTGGGCAATGCTTACTGCGGGCAAACAAACC
Hvsqua9712      G-TAACTGCACAGCGTGTCCTTCTCTCGCGTGGGCAATGCTCACTGCGGGCAAACAAACC
                * ***** * *******    ***** ** *********** ******************

atr97140        CCGGCGCGGAATGCGCCAAGGAAAACTAATATGAGCGTCCGCCCCTATCGCCCCGTTTGC
atr97147        CCGGCGCGGAATGCGCCAAGGAAAACTAATATGAGCGTCCGCCCCTATCGCCCCGTTTGC
glb97137        CCGGCGCGGAATGCGCCAAGGAAAACTATTGTGAGCGTCCGCCCCTATCGCCCCGTTTGC
glb97139        CCGGCGCGGAATGCGCCAAGGAAAACTATTGTGAGCGTCCGCCCCTATCGCCCCGTTTGC
glb97141        CCGGCGCGGAATGCGCCAAGGAAAACTATTGTGAGCGTCCGCCCCTATCGCCCCGTTTGC
rubr97121       CCGGCGCGGAATGCGCCAAGGAAAACTATTGTGAGCGTCCGCCCCTATCGCCCCGTTTGC
rubr97148       CCGGCGCGGAATGCGCCAAGGAAAACTATTGTGAGCGTCCGCCCCTATCGCCCCGTTTGC
sang97123       CCGGCGCGGAATGCGCCAAGGAAAACTAATATGAGCGTCCGCCCCTATCGCCCCGTTTGC
sang97138       CCGGCGCGGAATGCGCCAAGGAAAACTAATATGAGCGTCCGCCCCTATCGCCCCGTTTGC
sang97156       CCGGCGCGGAATGCGCCAAGGAAAACTAATATGAGCGTCCGCCCCTATCGCCCCGTTTGC
sang97163       CCGGCGCGGAATGCGCCAAGGAAAACTAATATGAGCGTCCGCCCCTATCGCCCCGTTTGC
sang97164       CCGGCGCGGAATGCGCCAAGGAAAACTAATATGAGCGTCCGCCCCTATCGCCCCGTTTGC
Hvcap97129      CCGGCGCAAAGTGCGCCAAGGAAAACTAAAAGGAGCGTTCGCCCCTATCGCCCCGTTTGC
Hvsqua9712      CCGGCGCAAAGTGTGCCAAGGAAAACTAAAAGGAACGTTCGCCCCTATCGCCCCGTTTGT
                *******  * ** **************    ** *** ******************** 



atr97140        GGCGTGCGAGGGGGG--AGAAGGATGTTCCTCGAATGTCTAAATGACT-CTCGGCAACGG
atr97147        GGCGTGCGAGGGGGG--AGAAGGATGTTCCTCGAATGTCTAAATGACT-CTCGGCAACGG
glb97137        GGTGTGCGACGGGGG--AGAAGGATGTTCCTCGAATGTCTAAATGACT-CTCGGCAACGG
glb97139        GGT-TGCGACGGGGG--AGAAGGATGTTCCTCGAATGTCTAAATGACT-CTCGGCAACGG
glb97141        GGTGTGCGGGGGGGG--AGAAGGATGTTCCTCGAATGTCTAAATGACT-CTCGGCAACGG
rubr97121       GGTGTGCGGGGGGGGG-AGAAGGATGTTCCTCGAATGTCTAAATGACTTCTCGGCAACGG
rubr97148       GGTGTGCGGGGGGGGGGAGAAGGATGTTCCTCGAATGTCTAAATGACT-CTCGGCAACGG
sang97123       GGCGTGCGAGGGGGG--AGAAGGATGTTCCTCGAATGTCTAAATGACT-CTCGGCAACGG
sang97138       GGCGTGCGAGGGGGG--AGAAGGATGTTCCTCGAATGTCTAAATGACT-CTCGGCAACGG
sang97156       GGCGTGCGAGGGGGG--AGAAGGATGTTCCTCGAATGTCTAAATGACT-CTCGGCAACGG
sang97163       GGCGTGCGAGGGGGG--AGAAGGATGTTCCTCGAATGTCTAAATGACT-CTCGGCAACGG
sang97164       GGCGTGCGAGGGGGG--AGAAGGATGTTCCTCGAATGTCTAAATGACT-CTCGGCAACGG
Hvcap97129      AGGGTGCGAGGGGGG--CAAAGGATGTGCCTTGAATGTCTAAATGACT-CTCGACAATGG
Hvsqua9712      AGGGTTCGATTGGGG--CAAAGGATGTGCCTTGAATGTCTAAATGACT-CTCGACAACGG
                 *  * **   ****    ******** *** **************** **** *** **

atr97140        ATATCTCGGCTCTCACAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
atr97147        ATATCTCGGCTCTCACAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
glb97137        ATATCTCGGCTCTCGCAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
glb97139        ATATCTCGGCTCTCGCAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
glb97141        ATATCTCGGCTCTCGCAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
rubr97121       ATAT-TCGGCTCTCGCAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
rubr97148       ATATCTCGGCTCTCGCAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
sang97123       ATATCTCGGCTCTCACAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
sang97138       ATATCTCGGCTCTCACAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
sang97156       ATATCTCGGCTCTCACAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
sang97163       ATATCTCGGCTCTCACAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
sang97164       ATATCTCGGCTCTCACAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
Hvcap97129      ATATCTCGGCTCTCGCAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
Hvsqua9712      ATATCTCGGCTCTCGCAACGATGAAGAACGTAGCGAAATGCGATACTTGGTGTGAATTGC
                **** ********* *********************************************

atr97140        AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
atr97147        AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
glb97137        AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
glb97139        AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
glb97141        AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
rubr97121       AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
rubr97148       AGAATCCCGT-AACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
sang97123       AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
sang97138       AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
sang97156       AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
sang97163       AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
sang97164       AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCTCCTGGTTGAG
Hvcap97129      AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCTGAAGCCTCCTGGCTGAG
Hvsqua9712      AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCTGAAGCCTCCCGGCCGAG
                ********** ******************************* ********* **  ***



atr97140        GGCACGCCTGCCTGGGCGTCACACATTGCGTCGCCCCC-TTCCTCGAGTGAATGGAT--G
atr97147        GGCACGCCTGCCTGGGCGTCACACATTGCGTCGCCCCC-TTCCTGCGGTGAATGGAT--G
glb97137        GGCACGCCTGCCTGGGCATCACACATTGCGTCGCCCCCCTTCCTGCGGTGAATGGAT--G
glb97139        GGCACGCCTGCCTGGGCATCACACATTGCGTCGCCCCCCTTCCTGCGGTGAATGGAT--G
glb97141        GGCACGCCTGCCTGGGCATCACACATTGCGTCGCCCCCCTTCCTGCGGTGAATGGAT--G
rubr97121       GGCACGCCTGCCTGGGCATCACACATTGCGTCGCCCCCCTTCCTG-GGTGAATGGAT--G
rubr97148       GGCACGCCTGCCTGGGCATCACACATTGCGTCGCCCCCCTTCCTGCGGTGAATGGAT--G
sang97123       GGCACGCCTGCCTGGGCGTCACACATTGCGTCGCCCCC-TTCCTGCGGTGAATGGAT--G
sang97138       GGCACGCCTGCCTGGGCGTCACACATTGCGTCGCCCCC-TTCCTGCGGTGAATGGAT--G
sang97156       GGCACGCCTGCCTGGGCGTCACACATTGCGTCGCCCCC-TTCCTGCGGTGAATGGAT--G
sang97163       GGCACGCCTGCCTGGGCGTCACACATTGCGTCGCCCCC-TTCCTGCGGTGAATGGAT--G
sang97164       GGCACGCCTGCCTGGGCGTCACACATTGCGTCGCCCCC-TTCCTGCGGTGAATGGAT--G
Hvcap97129      GGCACGCCTGCCTGGGCGTCACGCATTATGTTGCCCCC-TTCCTGTGGTGAATGGATAAG
Hvsqua9712      GGCACGCCTGCCTGGGCGTCACGCATCACATTGCCCCC-TACCTGTGGTGAATGGATGGG
                ***************** **** ***    * ****** * ***   **********  *

atr97140        GGGCGGATAATGGCCCCCCGTGCGCGTCAGCTCACGGCCGGCTCAAATGAAATCACGTGG
atr97147        GGGCGGATAATGGCCCCCCGTGCGCGTCAGCTCACGGCCGGCTCAAATGAAATCACGTGG
glb97137        GGGCGGATAATGGCCTCCCGTTCGCGTCAGCTCACGGCTGGCTCAAATGAAATCACGTGG
glb97139        GGGCGGATAATGGCCTCCCGTTCGCGTCAGCTCACGGCTGGCTCAAATGAAATCACGTGG
glb97141        GGGCGGATAATGGCCTCCCGTTCGCGTCAGCTCACGGCTGGCTCAAATGAAATCACGTGG
rubr97121       GGGCGGATAATGGCCTCCCGTTCGCGTCAGCTCACGGCTGGCTCAAATGAAATCACGTGG
rubr97148       GGGCGGATAATGGCCTCCCGTTCGCGTCAGCTCACGGCTGGCTCAAATGAAATCACGTGG
sang97123       GGGCGGATAATGGCCTCCCGTGCGCGTCAGCTCACGGCCGGCTCAAATGAAATCACGTGG
sang97138       GGGCGGATAATGGCCTCCCGTGCGCGTCAGCTCACGGCCGGCTCAAATGAAATCACGTGG
sang97156       GGGCGGATAATGGCCTCCCGTGCGCGTCAGCTCACGGCCGGCTCAAATGAAATCACGTGG
sang97163       GGGCGGATAATGGCCTCCCGTGCGCGTCAGCTCACGGCCGGCTCAAATGAAATCACGTGG
sang97164       GGGCGGATAATGGCCTCCCGTGCGCGTCAGCTCACGGCCGGCTCAAATGAAATCACGTGG
Hvcap97129      GGGGGGATAATGGCCTCCCGTGTGCCTCAGCTCGCGGCTGGCTTAAATGAAATCACGTGG
Hvsqua9712      GGGTGGATAATGGCCTCCCGTGTGACTCAGCTCGCGGTCGGCTTAAATGAAATCACGTGG
                *** *********** *****  *  ******* ***  **** ****************

atr97140        CGACCACCGTCACGACAACCGTTGGTTGAGCACTCC--TCTCTTCTTTC-GTGTTGGACG
atr97147        CGACCACCGTCACGACAACCGTTGGTTGAGCACTCC--TCTCTTCTTTC-GTGTTGGACG
glb97137        CGACCACCGTCACGACAACCGTTGGTTGAGCACTCCACTCTCTGCTTTC-GTGTTGGACG
glb97139        CGACCACCGTCACGACAACCGTTGGTTGAGCACTCCACTCTCTGCTTTC-GTGTTGGACG
glb97141        CGACCACCGTCACGACAACCGTTGGTTGAGCACTCCACTCTCTGCTTTC-GTGTTGGACG
rubr97121       CGACCACCGTCACGACAACCGTTGGTTGAGCACTCCACTCTCTGCTTTC-GTGTTGGACG
rubr97148       CGACCACCGTCACGACAACCGTTGGTTGAGCACTCCACTCTCTGCTTTC-GTGTTGGACG
sang97123       CGACCACCGTCACGACAACCGTTGGTTGAGCACTCC--TCTCTTCTTTC-GTGTTGGACG
sang97138       CGACCACCGTCACGACAACCGTTGGTTGAGCACTCC--TCTCTTCTTTC-GTGTTGGACG
sang97156       CGACCACCGTCACGACAACCGTTGGTTGAGCACTCC--TCTCTTCTTTC-GTGTTGGACG
sang97163       CGACCACCGTCACGACAACCGTTGGTTGAGCACTCC--TCTCTTCTTTC-GTGTTGGACG
sang97164       CGACCACCGTCACGACAACCGTTGGTTGAGCACTCC--TCTCTTCTTTC-GTGTTGGACG
Hvcap97129      CGACCACTGTCACGACAAGCGTTGGTTGAGAAATCCACTCTCTGCTTTTTGTGTTGGACG
Hvsqua9712      CGACCACTGTCACGACAAGCGTTGGTTGAGCAATCCACTCTCTGCTTTTTGTGTTGGACG
                ******* ********** *********** * ***  ***** ****  **********



atr97140        GTGGGCTGCGTCCTCATAGACCCGCTGAGCGTGAAAAGCTCGTGCCATTGAA
atr97147        GTGGGCTGCGTCCTCATAGACCCAACG-GCGTGAAAAGCTCGTGCCATTGAA
glb97137        GTGGGCTGCGTCCTCATAGACCCAACG-GCGTGAAATGCTCGCGCCATTGAA
glb97139        GTGGGCTGCGTCCTCATAGACCCAACG-GCGTGAAATGCTCGCGCCATTGAA
glb97141        GTGGGCTGCGTCCTCATAGACCCAACG-GCGTGAAATGCTCGCGCCATTGAA
rubr97121       GTGGGCTGCGTCCTCATAGACCCAACG-GCGTGAAATGCTCGCGCCATTGAA
rubr97148       GTGGGCTGCGTCCTCATAGACCCAACG-GCGTGAAATGCTCGCGCCATTGAA
sang97123       GTGGGCTGCGTCCTCATAGACCCAACG-GCGTGAAAAGCTCGTGCCATTGAA
sang97138       GTGGGCTGCGTCCTCATAGACCCAACG-GCGTGAAAAGCTCGTGCCATTGAA
sang97156       GTGGGCTGCGTCCTCATAGACCCAACG-GCGTGAAAAGCTCGTGCCATTGAA
sang97163       GTGGGCTGCGTCCTCATAGACCCAACG-GCGTGAAAAGCTCGTGCCATTGAA
sang97164       GTGGGCTGCGTCCTCATAGACCCAACG-GCGTGAAAAGCTCGTGCCATTGAA
Hvcap97129      GTGCGCTTTGTCCTCGTATACCCAACG-GCGTGAAATGGTCACGCCATCGAA
Hvsqua9712      GTGCGCTATGTCCTCGTATACCCAACG-GCGTGAAATGCTTGCGCCATTGAA
                *** ***  ****** ** ****   * ******** * *   ***** ***


